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Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx; Ày þ 1; Àz þ 1.
Data collection: CrysAlis PRO (Agilent, 2011 ); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: WinGX (Farrugia, 2012) and PLATON (Spek, 2009 ).
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: TK5195).
Comment
Significant popularity of thiazolidine scaffolds in drug design is grounded on the broad spectrum of biological activity of their derivatives. Among thiazolidine derivatives the group of 2-aryl(heteryl)aminothiazol-4-one derivatives is one of the most promising (Lesyk & Zimenkovsky, 2004; Lesyk et al., 2011) . 2-Aryl(heteryl)aminothiazol-4-one activities covers antibacterial (Ates et al., 2000) , antifungal (Rout & Mahapatra, 1955) , anti-inflammatory (Lesyk et al., 2003; Eleftheriou et al., 2012) and anticancer activities (Subtel'na et al., 2010; Eriksson et al., 2007) . Moreover, literature reports indicate existence of prototropic tautomeric forms of 3-unsubstituted 2-aryl(heteryl)aminothiazol-4-ones both in solutions and solid phase which can be of significant importance for biological activity (Lesyk et al., 2003; Subtel'na et al., 2010) .
Dictated by these observations, the aim of the presented work was synthesis of the compound (I) as starting substance for further design of new biologically active compounds.
The investigations on the structure of the title compound, a product of the reaction of 2-(4-methoxyanilino)-1,3-thiazol-4-one with acetyl anhydride, showed the presence of an acetoxy group at C4 and an acetyl functionality at N6 ( Both the C7═O8 carbonyl group relative to the C2-N6 bond and the C21═ O22 carbonyl group in relation to the C4-O20 bond have the same synperiplanar conformation. The torsional angles C2-N6-C7-O8 and C4-O18-C19-O20 are 4.96 (19) and -1.67 (19)°, respectively. The C13 methoxy group is approximately coplanar with the phenyl ringthe torsion angle is 1.9 (2)°. The flat phenyl and thiazole rings form a dihedral angle of 73.50 (4)°.
The bond lengths and angles in compound (I) are similar to those observed in 2-[N-(2,4-dimethoxyphenyl)-acetamido]-1,3-thiazol-4-yl acetate (Horishny et al., 2013) . The N6-C7 distance [1.3876 (16) Å] is longer (by about 8σ) than the normal (O═)C-N tertiary amide distance [1.346 (5) Å, Allen et al., 1987] .
In the crystal structure, the molecules of (I) are connected by the C5-H5···O21 i hydrogen bonds into centrosymmetric dimers ( Experimental 2-(4-Methoxyanilino)thiazol-4-one in the medium of acetic anhydride was refluxed for 2 h. The obtained solution was evaporated in vacuum and the residue was recrystallized twice from benzene-hexane (1:1) mixtures.
Refinement
All H atoms were located into the idealized positions and were refined within the riding model approximation: C methyl -H = 0.96 Å, C(sp 2 )-H = 0.93 Å; U iso (H) = 1.2U eq (C) or 1.5U eq (C) for methyl H. The methyl groups were refined as rigid groups which were allowed to rotate.
Computing details
Data collection: CrysAlis PRO (Agilent, 2011 ); cell refinement: CrysAlis PRO (Agilent, 2011) ; data reduction: CrysAlis PRO (Agilent, 2011); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: WinGX (Farrugia, 2012) and PLATON (Spek, 2009 ).
Figure 1
The molecular structure of (I) together with the atom-numbering scheme. Displacement ellipsoids are drawn at the 30% probability level and H atoms are shown as spheres of arbitrary radii.
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Figure 2
The hydrogen bonding (dotted lines) in the title structure. Symmetry code: (i) -x,1 -y,1 -z. H atoms not involved in hydrogen bonds have been omitted for clarity.
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